[bookmark: _GoBack]APPENDIX B: CORONAVIRIDAE TOPIC NETWORK MAPS [SARS, MERS, COVID-19]

All models and corresponding network visualizations are generated from virus related documents in the CORD-19 dataset as of July 2020. All annotations in red were added by the research team. 
Note: Coronavirus topic models are included in the text of this article and are included here only as additional reference and to append links to interactive versions on the Digital Scholarship Center’s machine learning platform for further exploration. 

B1: FIG. 2 NETWORK MAP OF SARS TOPIC MODEL
Interactive Version found at THIS LINK
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B2: FIG. 3 NETWORK MAP OF SARS TOPIC MODEL (excl. COVID-19 documents)
Interactive Version found at THIS LINK
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B3: FIG. 4 NETWORK MAP OF MERS TOPIC MODEL
Interactive Version found at THIS LINK
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B4: FIG. 5 NETWORK MAP OF MERS TOPIC MODEL (excl. COVID-19 documents)
Interactive Version found at THIS LINK
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B5: FIG. 6 NETWORK MAP OF COVID-19 TOPIC MODEL (January – March, 2020)
Interactive Version found at THIS LINK
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B6: FIG. 7 NETWORK MAP OF COVID-19 TOPIC MODEL (January – July 14, 2020)
Interactive Version found at THIS LINK
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% of CTRL transduction observed in MHV S protein in certain aspect 51 .
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