APPENDIX C: NON-CORONAVIRIDAE TOPIC NETWORK MAPS [HIV, ZIKA, H1N1, EBOLA]

All models and corresponding network visualizations are generated from virus related documents in the CORD-19 dataset as of July 14, 2020. All annotations in red were added by the research team. 
Note: Certain Non-Coronaviridae topic models are included in the text of this article and are included here only as additional reference and to append links to interactive versions on the Digital Scholarship Center’s machine learning platform for further exploration. 

C1: FIG. 7 NETWORK MAP OF HIV TOPIC MODEL
Interactive Version found at THIS LINK
[image: ]
C2: FIG. 8 NETWORK MAP OF ZIKA TOPIC MODEL
Interactive Version found at THIS LINK
[image: ]

C3: FIG. 9 NETWORK MAP OF H1N1 TOPIC MODEL
Interactive Version found at THIS LINK
[image: ]
C4: FIG. 10 NETWORK MAP OF EBOLA TOPIC MODEL
Interactive Version found at THIS LINK
[image: ]

Note: The following Non-Coronaviridae topic model links are based on datasets that explicitly exclude COVID-19 document. They are not specifically included in the text of this article, but are included here as additional reference and to append links to interactive versions on the Digital Scholarship Center’s machine learning platform for further exploration.
C5: FIG. 12 NETWORK MAP OF HIV TOPIC MODEL (excl. COVID-19 documents)
Interactive Version found at THIS LINK
[image: ]
C6: FIG. 13 NETWORK MAP OF ZIKA TOPIC MODEL (excl. COVID-19 documents)
Interactive Version found at THIS LINK
[image: ]
C7: FIG. 14 NETWORK MAP OF H1N1 TOPIC MODEL (excl. COVID-19 documents)
Interactive Version found at THIS LINK
[image: ]
C8: FIG. 15 NETWORK MAP OF EBOLA TOPIC MODEL (excl. COVID-19 documents)
Interactive Version found at THIS LINK
[image: ]
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Introduction Viral infections continue to be an important cause of
diseases [1, 2]. Recently, novel viruses such as influenza A H7N9 variants
[3, 4] and Middle East Respiratory Syndrome coronavirus (MERS-CoV) [5,
6] have been discovered. Both of these cases exemplify the importance
of continued surveillance for new pathogens, due to the risk of outbreaks
or epidemics. Furthermore, viral infections are believed to cause
approximately 15-20% of human cancers [7]. The known oncogenic
viruses belong to highly divergent virus genera and include human
papillomaviruses (HPVs), hepatitis B and C virus, Epstein-Barr virus,
Merkel cell polyomavirus, human T cell-lymphotropic virus type-1 and
Kaposi’s sarcoma herpesvirus [8, 9]. As the etiology of many cancers is
still unknown, it is not unlikely that yet unidentified oncogenic viruses
exist that infect humans, and it is therefore important that methods for the
discovery of novel viruses are continually developed and improved.The
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INTRODUCTION Zika virus (ZIKV) is an emerging pathogen of substantial
public health concern, and belongs to the flavivirus family that also
includes dengue, West Nile and yellow fever viruses. Although most
infections are asymptomatic or associated with flu-like symptoms
(Simpson, 1964), during the recent epidemic, ZIKV has been associated
with multi-organ failure resulting in congenital abnormalities in fetuses of
pregnant women and neurological complications (Guillain-Barre
syndrome) characterized by progressive muscle weakness (Dos Santos et
al., 2016; do Rosario et al., 2016). ZIKV can also infect the eye, resulting
in conjunctivitis in up to 15% of the patients (Sun et al., 2016; Miner et al.,
2016; Furtado et al., 2016). Although ZIKV is primarily transmitted by
mosquitos, perinatal and congenital infections, infection through blood
transfusion as well as sexual transmission have also been reported
(Musso et al., 2014; Mead et al., 2018; Foy et al., 2011). In particular, it is
the correlation of ZIKV-associated outbreak with microcephaly that
makes ZIKA infection even more serious (Li et al., 2016a). Until now, no
drug or vaccine is available to prevent or treat ZIKV infection (Fauci and
Morens, 2016).ZIKV is an obligate intracellular pathogen; therefore,
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Carroll, Aristides Agramonte, and Jesse Lazear established that yellow
fever is caused by a filterable infectious agent which is transmitted by the
bite of a mosquito, then known as Stegomyia fasciata (Aedes aegypti).
Lazear, who like his colleagues, had been stationed by the US Army in
Cuba to study the disease, died of yellow fever in September 1900 after
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Introduction Emergency medical services (EMS) professionals respond
daily to victims of serious iliness or injury. They often encounter patients
infected with dangerous communicable diseases, including methicillin-
resistant Staphylococcus aureus, Clostridium difficile, Neisseria
meningitis, hepatitis B and C, HIV, and multidrug-resistant tuberculosis.
To be prepared to safely manage such patients, paramedics and
emergency medical technicians are trained, as part of their core
curriculum, to implement standard and transmission-based precautions
to prevent exposure to themselves or others. Across the United States,
EMS transports of such patients occur regularly. However, the transport
of the first patient with confirmed Ebola virus disease to the United States
(Atlanta, GA), the transport of the first US-diagnosed Ebola virus disease
case (Dallas, TX), and the first transmission of Ebola virus disease to
health care workers in the United States understandably raised anxiety in
the EMS community about the appropriate education and training,
policies, and procedures, as well as supervision required, to be best
prepared for transporting patients with serious communicable disease in
the United States.EMS and other US health care professionals lack
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The Impact of Respiratory Viral
Infection on Wheezing Illnesses
and Asthma Exacerbations

Overview ::: Respiratory viral-induced wheezing illnesses in young
children Viral bronchiolitis is a LRTI typically associated with cough,
tachypnea, retractions, and diffuse wheezing and rales [8], [9].
Bronchiolitis is a leading cause of hospitalizations in the first year of life,

accounting for an estimated 120,000 infant hospitalizations annually [10].

In infants, the etiologic agents of bronchiolitis and other viral respiratory
infections associated with wheezing include respiratory syncytial virus
(RSV), rhinovirus, influenza, parainfluenza (PIV), adenovirus, and more
recently identified viruses, such as human metapneumovirus (hMPV) and
human boca virus (hBoV) [11], [12], [13], [14]. RSV causes epidemics of
bronchiolitis and typically circulates in temperate climates during
November to April with peaks in the winter months [11], [15], [16]. In
tropical climates, peaks are related to temperature and level of rainfall
[17]. RSV infects the majority of children during their first year of life and
essentially all children show evidence of RSV infection by age 3 years
[18]. The initial RSV infection is typically the most severe, causing lower
respiratory tract disease, such as bronchiolitis, in 20% to 30% of infants
[11], [18], [19]. Other viruses such as rhinovirus, PIV, and adenovirus
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Pentraxins and Collectins: Friend
or Foe during Pathogen Invasion?

(DCs) [10] . Compared to the short pentraxins, our current understanding
of PTX3 and its role in the humoral arm is limited, and has therefore been
the focus of intensive research to clarify its role in a number of
inflammatory and infection diseases.Collectins are a family of collagenous
Ca 2+ -dependent (C-type) lectins that are highly conserved in evolution
and also function as soluble PRMs. C-type lectins contain a collagen-like
region linked to a carbohydrate recognition domain (CRD), known as the
carbohydrate-binding C-type lectin domain (CTLD), which enables
binding to oligosaccharide (or lipid) structures expressed on the surface
of an array of microorganisms [11] . Members of this family include the
wellcharacterized 'classical collectins' mannose-binding lectin (MBL),
surfactant protein (SP)-A and SP-D. Serum MBL is produced by the liver
and is constitutively expressed in the blood at a concentration of $200
ng/ml during normal circumstances, which can be elevated to as high as
$800 ng/ml during virus infections [12, 13] . MBL plays a crucial role in the
activation of the lectin complement pathway via interactions with MBL-
associated serine protease (MASP). In contrast, SP-A and SP-D are
predominantly found within the airways where they play a number of roles
in modulating inflammation and phospholipid homeostasis [14] . Recently,
a growing number of 'novel collectins' have been identified, which include
collectin (CL) liver 1 (CL-L1) [15] , CL kidney 1 (CL-K1) [16] , and CL
placenta 1 (CL-P1) [17] , as well as the bovine-specific collectins
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